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There are two forms,  to search into the database: 

 

1. Input the keyword for the transcription factor: AraC/XylS, MetJ, LacI/GalR or Bacillus 
subtilis 

 

 



2. Display the Transcription factor (protein) ID 

 

For this entry (MetJ_Ecoli) we display the protein ID (internal database identificator); entry 
name; Organism; Global function; Specific function; Subunits; Ligand molecule; protein 
sequence; alpha fold model; Gene ontology; bacterial or archaeal taxonomy and external links to 
PDB, PubMed and Uniprot databases. 

 



 

  

 

1. Alternatively, for advance searches; we included diverse fields to be considered: 
Gene ontology; Global regulation and/or  taxonomy. For instance, for the term “bent 
DNA-binding”, we get the following result: 



 
And as in the original search, the protein record can be displayed to check all the 
functional information. 
 


